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A Definition

A Likelihood
A Maximum Likelihood Estimation

A Application

A Univariate Gaussian Mean
A Univariate Poisson Mean

A C. Pop et al., Causal signals between codon bias, mMRNA structure, an
the efficiency of translation and elongation, Molecular systems
biology, 2014

A N. Loman et al., A complete bacterial genome assembled de novo
using onlynanoporesequencing dataBioRxiy2015

A Summary
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. Likelihood D‘*Q

A Probability of the data that you observed
given the hypothesis
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Maximum Likelihood Estimation
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A Estimate parame aximi
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A Choose a hypothesis i

highest probability that you observed the data

A Infer under what model you can get the data
that you observed
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Univariate Gaussian Mean
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A Under what mearf do we have the highest probability?
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Univariate Gaussian I\/Ieap/

A Settings
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A Under what mearf do we have
the highest probability?
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A Under what mearf do we have the
highest probability?
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Univariate Gaussian Mean

A Optimization
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Univariate Gaussian Mean

A Optimization
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Univariate Gaussian Mean

A Optimization
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Univariate Gaussian Mean
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Univariate Poisson Mean
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A Under what meaﬁ\do we have the highest probability?
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Univariate Poisson Mean

A Settings
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A Under what mearf do we have
the highest probability?
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A Under what meagi\do we have the
highest probability?
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